Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.002 Å; R factor = 0.036; wR factor = 0.109; data-to-parameter ratio = 16.0.
In the title compound, C 16 H 15 NO 4 ÁCH 4 O, the dihedral angle between the benzene rings is 75. 21 (5) . The structure is stabilized by an intramolecular O-HÁ Á ÁO interaction [OÁ Á ÁO = 2.589 (2) Å ]. The solvent molecule links symmetry-related molecules of the complex via hydrogen bonds with OÁ Á ÁO separations of 2.631 (2) and 2.815 (2) Å . C-HÁ Á ÁO hydrogen bonds are also present.
Related literature
For a related structure, see: Yan et al. (2006) . For synthetic applications, see: Hellmut & Lamm (1977) ; Minru et al. (1977) ; Yojiro et al. (1992) ; Lee et al. (1998); Luo et al. (1994) .
Experimental
Crystal data 
Data collection
Rigaku Saturn CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1; y; z; (ii) Àx þ 2; Ày; Àz; (iii) x; y þ 1; z. (Hellmut & Lamm, 1977; Minru et al., 1977; Yojiro et al., 1992; Lee et al., 1998) . 2-Carboxyl-4'-diethylamino-2'-hydroxybenzophenone was synthesized (Luo et al., 1994 ) from 3-diethylaminophenol and phthalic anhydride in toluene with the same reaction mechanism as the title compound. In the present paper, the title compound has been synthesized and the crystal structure of (I) is reported.
The bond distances and bond angles in (I) (Fig. 1) are similar to the corresponding dimensions reported for a closely re- 
Experimental
A solution of 3-dimethylamino phenol (4.11 g, 30.0 mmol) and phthalic anhydride (4.66 g, 31.5 mmol) in toluene (30 ml) was refluxed for 3 h. The solution was cooled to room temperature and the precipitate was collected to afford the title compound (yield = 75.6%). The crude product was purified by silica-gel chromatography (methanol-dichloromethane, 1:50). Crystals suitable for X-ray diffraction were obtained by slow evaporation of a solution in methanol and dichloromethane (5:1).
Refinement
The O-bound H atoms were located in a difference map and their coordinates were refined with U iso (H) = 1.5U eq (O). The methyl and aryl H atoms were constrained to ideal geometry with C-H distances of 0.95 and 0.98 Å, and U iso (H) = 1.5 and 1.2U eq (C), respectively, and each methyl group was allowed to rotate freely about its C-C bond. Figures   Fig. 1 . A view of the title compound showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 50% probability level (arbitrary spheres for the H atoms). 
